
positive. 77% (n¼ 219) self-reported with mild to moderately symp-
toms while 23% (n¼ 65) self-reported as asymptomatic.
Retrospective Whole Genome Sequence (WGS) analysis was under-
taken after the outbreaks had subsided. The test positive cases were
grouped into 6 clusters, and it was shown that many of the apparent
sporadic cases were included in these clusters.
Conclusions: The proportion of close contacts testing positive var-
ied significantly throughout the pandemic, with testing policy and
type of exposure having the greatest impact. Whole genome
sequencing can give a better understanding of webs of transmission
to complement epidemiological investigations. It is now possible to
undertake sequencing in real time where it can make a contribution
to outbreak control and resolution. Public Health professionals
should become familiar with WGS and bioinformatics as useful tools
in their armory for the control of all communicable diseases not
only SARS-CoV-2.
Key messages:
• Combined epidemiological investigations and Whole Genome
Sequencing (WGS) provide crucial insights into campus
COVID-19 outbreaks, guiding effective control measures.

• WGS integration enhances understanding of transmission pat-
terns, identifies clusters, and equips public health professionals
with data-driven approaches for outbreak management beyond
SARS-CoV-2.

Abstract citation ID: ckae144.1504
Determinants of Long COVID illness duration and service

a retro-

the nature and severity of Long COVID (LC) in an Irish commu-
nity-based sample. Duration analysis is conducted applying Cox’s
proportional hazards model to those self-reported recovered from
LC (n¼ 577) and a Gompertz distribution parametric model, deter-
mined best fit by AIC, for those still ill with LC (n¼ 928) at time of
survey completion. A negative binomial model is estimated to
understand the variation of services accessed for LC. The Hazard
in this instance is recovery(<1 ¼ contributing factor to duration).
Factors significantly contributing to duration of illness are never
married (Hazard Ratio (HR):0.689;p:0.01) higher physical activity
levels prior to first C-19 infection (HR:0.964; p:0.06) and number
of COVID-19 infections (H:0.926;p:0.07). Those that contract more
recent variants are likely to recover quicker from their LC illness
(baseline Wildtype. Alpha HR:1.7;p:0.0; Delta HR:3.36;p:0.0;
Omicron HR:3.8; p:0.0). In variation of services used for LC, there
are some major differences between those self-reporting as recov-
ered from LC at time of survey completion and those still ill. Of
those recovered, men, those sickest with LC and sick longest use a
wider variation of services. Single people use a significantly narrower
range of health services to combat their illness. For those still ill
higher education, higher levels of physical activity pre COVID-19,
healthcare workers, higher rates of comorbidity, those sick longest
and those whose health has been most impacted by LC use a wider
variation of services. A poorer health rating negatively impacts vari-
ation of services accessed for LC illness. More recent strains of

COVID-19 are significantly less likely to lead to LC, this offers
hope for the future, albeit more research is required to investigate
factors to improve recovery rates for those already experiencing LC.
Key messages:
• Those with Long COVID that recover quickly are fundamentally
different to those that do not.

• The number of COVID-19 infections is a key indicator of length of
Long COVID illness, we need to protect our most vulnerable and
put appropriate safeguards in place for healthcare provision.
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Revisiting COVID-19 Maps with Bayesian Hierarchical
Modelling: Socioeconomic Insights from Istanbul
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Objectives: This study explores the spatial disparities in COVID-19
incidence across neighborhoods in Uskudar, Istanbul, and examines
the relationship between these disparities and neighborhood-level
socioeconomic status.
Methods: This ecological study analyzed cumulative COVID-19
case data for 33 neighborhoods in Uskudar, collected up to 31
December 2020. Socioeconomic status was assessed using the
Socioeconomic Development Index (SEDI) scores from Istanbul
Metropolitan Municipality. Spatial analysis included Moran’s I sta-
tistics and Local Indicators of Spatial Association (LISA) cluster
analysis. Bayesian Hierarchical Modeling with the Besag-York-
Mollie (BYM) model was employed to decompose spatially struc-
tured and unstructured variations, adjusting for SEDI scores and
their sub-components. Model validation involved convergence diag-
nostics and Monte Carlo error assessments.
Results: A total of 29,834 COVID-19 cases were identified, with an
incidence rate of 56.1 per 1000 residents. Spatial analysis revealed
significant clustering of high incidence rates in peripheral and inner
city neighborhoods. Moran’s I statistic for COVID-19 incidence was
0.331 (p¼ 0.003), indicating positive spatial autocorrelation. SEDI
scores were also spatially autocorrelated (Moran’s I¼ 0.293;
p¼ 0.005) and negatively correlated with COVID-19 incidence (r
¼ -0.570; p¼ 0.001). Bayesian hierarchical models confirmed the
association between lower socioeconomic status and higher
COVID-19 incidence, even after adjusting for spatial
autocorrelation.
Conclusions: The study highlights significant spatial and socioeco-
nomic disparities in COVID-19 incidence in Uskudar, Istanbul.
Lower socioeconomic status is associated with higher COVID-19
incidence, underscoring the need for region-specific public health
strategies that consider socioeconomic factors. These findings can
guide future interventions to mitigate the impact of the pandemic on
vulnerable populations.
Key messages:
• Study reveals COVID-19 incidence in Uskudar is significantly
influenced by socioeconomic status, highlighting need for targeted
health interventions.

• Positive spatial autocorrelation found in COVID-19 cases and
socioeconomic index suggests clustering in specific Uskudar
neighborhoods.

17th European Public Health Conference 2024 iii585
D

ow
nloaded from

 https://academ
ic.oup.com

/eurpub/article/34/Supplem
ent_3/ckae144.1505/7844271 by Istanbul M

edipol U
niversity user on 16 April 2026


	Active Content List

